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1. Your patient is a 57-year-old woman thought to have breast implant–associated anaplastic large cell lymphoma (BIA-ALCL).
According to the genetic study by Los-de Vries and colleagues, which of the following statements about copy number ab-
errations (CNAs) identified by shallow whole-genome sequencing in a well-defined series of patients with BIA-ALCL is correct?

h CNAs were detected in nearly half of BIA-ALCLs, with losses at chromosome 20q13.13 in one-third of samples

h Among BIA-ALCLs, 48% had gains of chromosome 2p25-pter, 48% had losses of 8p, 48% had losses of 20p13-p12, and 66% had
losses of 20q13.12-q12.2

h BIA-ALCL and anaplastic lymphoma kinase (ALK)–negative ALCL did not differ significantly in chromosome 19 and 20 losses

h Chromosome 20 loss occurred in 4 of 7 primary breast ALK-negative ALCLs in women without breast implants, suggesting that
this is a breast tumor–specific feature

2. According to the genetic study by Los-de Vries and colleagues, which of the following statements about differences
between tumor and seroma BIA-ALCL and mutations identified by whole-exome sequencing in a well-defined series of
patients with BIA-ALCL is correct?

h Individual seroma and tumor BIA-ALCL copy number profiles had noninteger sublevels of CNAs, indicative of intratumoral copy
number heterogeneity, indicating multiple subclones

h Heterogeneity was significantly higher for tumor BIA-ALCL than for seroma BIA-ALCL

h Subcentromeric gains at chromosome 20 appeared to be exclusively associated with tumor BIA-ALCL

h Greater heterogeneity number means that there is a lower copy number load related to a lower level of subclonal variation with
synchronous presence of fewer subclones

3. According to the genetic study by Los-de Vries and colleagues, which of the following statements about clinical implications
of the genomic landscape of BIA-ALCL in a well-defined series is correct?

h Findings of this study are unlikely to facilitate differential diagnosis of BIA-ALCL vs other ALCL subtypes

h The findings do not justify recognizing BIA-ALCL as a separate disease entity

h Recurrent activating mutations in the JAK-STAT pathway and epigenetic modifiers are specific for BIA-ALCL

h Omnipresent chromosomal aberrations in BIA-ALCL may be a basis for a sensitive screening test for breast implant-related seroma
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